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Expression Analysis and Illiumina Announce GWAS and Data Analysis Grant Program to Support Cancer Research

DURHAM, NC – BusinessWire – November 1, 2010 – Expression Analysis and Illumina, Inc. (NASDAQ:ILMN) today announced a joint fully-funded Cancer GWAS (Genome-Wide Association Study) and Data Analysis Grant program to support cutting-edge projects that show promise in identifying genetic elements important to cancer research and treatment.  Individual researchers, academic and nonprofit institutions, and corporations worldwide are eligible to participate.  For a study selected to receive a grant under this program, Illumina will provide the arrays and reagents, and Expression Analysis will perform services and data analysis consultation relating to the GWAS, in both cases at no cost to the recipient.

“This program brings together proven technology and genomics expertise – Illumina’s Omni family of microarrays and Expression Analysis’ expertise in providing outstanding genotyping data,” said Steve McPhail, President and CEO of Expression Analysis.  “Expression Analysis has offered this program for the last two years, reinforcing our commitment to support and give back to the research community, as well as assist in identifying genetic elements that are important to enhance the understanding of disease and improve human health.  This year, because of Illumina’s participation, we will be able to give back to the community even more; we applaud Illumina for its contribution to this effort.”

“Illumina is pleased to co-sponsor this grant program, which we hope will spur additional critically-needed GWAS studies in the area of cancer research,” said David Bentley, Chief Scientist at Illumina.  “Many research organizations are not set up to efficiently run high throughput GWAS, nor do they have sufficient funding for a comprehensive cancer study.  This program is intended to address this need by giving researchers access to Illumina’s Omni family of microarrays, with content derived from the 1,000 Genomes Projects, and Expression Analysis’ genetic analysis services.”
Projects should demonstrate strong evidence that the study design and analysis proposed is likely to have the power to detect genetic factors affecting the cancer under study.  Additionally, there should be a clear need for the GWAS.  Investigators are expected to provide properly prepared and aliquoted DNA and supporting documentation for all specimens to be typed.  Investigators must provide a maximum of 600 specimens; however, depending on the nature of the medical need, smaller and even larger studies may be considered.

Applications for the grant are due by January 15, 2011.  Selection of the Awardee will be made by an outside review panel, and facilitated by the American Cancer Society Research Department.  Awardee will be notified by March 5, 2011, with an anticipated start date of May 1, 2011.  The project period will extend through the end of 2011.

For more information about the program, including application requirements and materials, please visit www.ExpressionAnalysis.com/Grant.

About Expression Analysis

Expression Analysis (www.ExpressionAnalysis.com) provides whole genome to focused set gene expression and genotyping assays along with DNA sequencings services, sequence enrichment technologies and bioinformatics support.  Platforms utilized include Affymetrix GeneChip® and GeneTitan®, Applied Biosystems’ Taqman, Fluidigm’s Biomark and Access Array Systems, Illumina BeadChip® and Genome Analyzer, NanoString Technologies nCounter® Analysis System, RainDance Technologies RDT 1000 and, in the near future, the Pacific Biosciences™ PacBio RS.  Expression Analysis offers solutions for challenging specimens such as whole blood and FFPE tissues, as well as nucleic acid isolation and data analysis services.  Our quality system follows CLSI guidelines and our CLIA-registered laboratory supports GLP compliance.
About Illumina
Illumina (http://www.illumina.com) is a leading developer, manufacturer, and marketer of life science tools and integrated systems for large-scale analysis of genetic variation and function. We provide innovative sequencing and array-based solutions for genotyping, copy number variation analysis, methylation studies, gene expression profiling, and low-multiplex analysis of DNA, RNA and protein. We also provide tools and services that are fueling advances in consumer genomics and diagnostics. Our technology and products accelerate genetic analysis research and its application, paving the way for molecular medicine and ultimately transforming healthcare. 

